Function
Architectural factor, non histone, preferential binding to AT rich sequences in the minor groove of DNA helix; the precise function remains to be elucidated; probable role in regulation of cell proliferation.
Homology
Member of the HMGI protein family.
Mutations

Germinal
Deletion of HMGIC in mutant mice or transgenic 'knock out' mice for the first two exons of HMGIC have the 'pigmy' phenotype: low birth weight, craniofacial defects, adipocyte hypoplasia adult body weight about 40% of normal. 
Implicated in
Hybrid/Mutated gene
In a majority of cases, there is no fusion gene: the breakpoint is located 10 kb up to 100 kb 5' to HMGIC; the recombinational repair gene RAD51B is a candidate to be the partner gene of HMGIC in t(12;14); in one case with paracentric inversion, HMGIC exon 3 was fused to ALDH2 exon 13 (12q24.1); in one case (no cytogenetic analysis) HMGIC exon 3 was fused to COX6C 3' UTR (8q22-23); in one case, with apparently normal karyotype, exon 3 of HMGIC was fused to retrotransposon-like sequences RTVLH 3' LTRs.
Abnormal protein HMGIC-ALDH2: ALDH2 contribution was only 10 amino acids. Oncogenesis HMGIC-ALDH2: it is suggested that the truncation of HMGIC, rather than fusion may be responsible for tumorigenesis; the 3' untranslated region may stabilize the HMGIC messenger RNA. Pleomorphic adenoma of the salivary gland (or mixed salivary gland tumor) Disease Benign tumors from the major or minor salivary glands. Prognosis Good.
Cytogenetics
Approximately 12% of pleomorphic adenomas of salivary glands show abnormalities involving HMGIC in 12q15; the most frequent aberration is t(9;12)(p24.1;q15). Hybrid/Mutated gene In t(9;12): HMGIC-NFIB fusion; another type of fusion HMGIC-FHIT (3p14.2) has also been described.
Pulmonary chondroid hamartoma of the lung
Disease
Benign mesenchymal tumors of the lung. Prognosis Good. Cytogenetics Various rearrangements involving 12q15 leading to HMGIC dysregulation; cryptic rearrangements such as paracentric inversions not detectable by conventional cytogenetics but detectable by FISH have been described.
Hybrid/Mutated gene
In two cases with apparently normal karyotypes, exon 3 of HMGIC was fused to retrotransposon-like sequences RTVLH 3' LTRs; in five cases with t(3;12)(q27;q15) (see lipomas), a fusion HMGIC-LPP was described. (12q22-23) ; LUM was fused out of frame, and only 3 amino acids were fused to HMGIC; in addition, the rearranged gene was amplified.
Endometrial polyps
Disease
